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3 <110> APPLICANT: ARAND, MICHAEL 

4 ARCKELAS , ALAIN ROBERT 

5 BARATI, JACQUES 

6 FURS TOSS, ROLAND 

8 <120> TITLE OF INVENTION: EPOXIDE HYDROLASES OF ASPERGILLUS ORIGIN 
10 <130> FILE REFERENCE: bml-410.018 
12 <140> CURRENT APPLICATION NUMBER: 10/009, 030A 
C — > 13 <141> CURRENT FILING DATE: 2002-12-20 

15 <150> PRIOR APPLICATION NUMBER: PCT/FROO/01217 

16 <151> PRIOR FILING DATE: 2000-05-05 
18 <150> PRIOR APPLICATION NUMBER: FR 99/05711 

• 19 <151> PRIOR FILING DATE: 1999-05-05 
21 <160> NUMBER OF SEQ ID NOS : 8 
23 <170> SOFTWARE: Patentln Ver. 2.1 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 1197 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Aspergillus niger 

30 <220> FEATURE: 

31 <221> NAME /KEY : CDS 

32 <222> LOCATION: (1)..(1194) 

34 <400> SEQUENCE: 1 

35 atg tec get ccg 

36 Met Ser Ala Pro 

37 1 

39 aat cct ttc acg 

40 Asn Pro Phe Thr 

41 20 
43 acc etc gtc cga 
4 4 Thr Leu Val Arg 
45 35 
4 7 caa gcg gat ggc 
4 8 Gin Ala Asp Gly 
49 50 55 60 

51 egg gag aaa tgg etc teg gag ttt gac tgg cga cca ttt gaa get cga 240 

52 Arg Glu Lys Trp Leu Ser Glu Phe Asp Trp Arg Pro Phe Glu Ala Arg 

53 65 70 75 80 

55 ctg aac tct ttc cct cag ttt act aca gag ate gag ggt etc acg att 288 

5-6— Leu-Asn-Ser— Phe-P-r-o-G-l-n-P-he— T-h-r— T-h-r— G-l-u— ; r-l-e-Gl-u-G-l-y-Leu— T-hr— He 

57 85 90 95 

59 cac ttt get get etc ttc tec gag agg gag gat get gtg cct ate gca 336 

60 His Phe Ala Ala Leu Phe Ser Glu Arg Glu Asp Ala Val Pro He Ala 

61 100 105 110 
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215 385 390 395 

218 <210> SEQ ID NO: 3 

219 <211> LENGTH: 21 

220 <212> TYPE: DNA 

221 <213> ORGANISM: Artificial Sequence 

223 <220> FEATURE: 

224 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

226 <400> SEQUENCE: 3 

227 atgcgatcgg actgctggac a 21 

230 <210> SEQ ID NO: 4 

231 <211> LENGTH: 20 

232 <212> TYPE: DNA 

233 <213> ORGANISM: Artificial Sequence 

235 <220> FEATURE: 

236 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

238 <400> SEQUENCE: 4 

239 cgcgggcaat ccacacctac 20 

242 <210> SEQ ID NO: 5 

243 <211> LENGTH: 35 

244 <212> TYPE: DNA 

245 <213> ORGANISM: Artificial Sequence 

247 <220> FEATURE: 

248 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

250 <400> SEQUENCE: 5 

251 cggaattcca tggtcactgg aggagcaata attag 35 

254 <210> SEQ ID NO: 6 

255 <211> LENGTH: 24 

256 <212> TYPE: DNA 

257 <213> ORGANISM: Artificial Sequence 

259 <220> FEATURE: 

260 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

262 <400> SEQUENCE: 6 

263 ttgaattccc tacttctgcc acac 24 

266 <210> SEQ ID NO: 7 

267 <211> LENGTH: 32 

268 <212> TYPE: DNA 

269 <213> ORGANISM: Artificial Sequence 

271 <220> FEATURE: 

272 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 
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274 <400> SEQUENCE: 7 

275 gctgaattca catgtccgct ccgttcgcca ag 32 

278 <210> SEQ ID NO: 8 

279 <211> LENGTH: 44 

280 <212> TYPE: DNA 

281 <213> ORGANISM: Artificial Sequence 

283 <220> FEATURE: 

284 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

285 oligonucleotide 

287 <400> SEQUENCE: 8 

288 ccatgggaat tctcgagatc taagcttatg catcagctgc atgg 44 
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